1214 - An Investigation into the Differences between Western and Chinese population with Chronic Lymphocytic Leukemia
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. Table 1 Baseline clinical and biological
Introduction Results characteristics in the entire cohort (n=2005)
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we collected the Immunoglobulin heavy
chain variable (IGHV) sequences of
1223 Chinese CLL patients and

in China. Despite patients being
younger, having advanced stages at
diagnosis, the outcomes did not deviate
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compared them to sequences from Arhehay S %é”é;w%%ééﬁe%@\o ek s s i ioms  TTOM those reported in Western studies.
7424 published CLL patients from The  biological difference  may
Europe and the United States. Fig.3 Comparison between Chinese and western CLL. (A)Frequency of the M-IGHV and UM-IGHV subgroups. (B) Frequency of the IGHV subgroups.  contribute to the discrepancy.

(C) Frequency of the IGHD subgroups. (D) Frequency of the IGHJ subgroups. (E) Frequency of the IGHV genes. (F) Frequency of Chinese and western
CLL stereotyped and non-stereotyped BCRs. (G) Frequency of major subsets in Chinese and western series.* marks the signifcant differences.
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