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Introduction Results

The CDC Biofilm Reactor® is widely used for commercial product testing of biofilm established onto solid
state coupons. Bacterial quantification through standard microbiological techniques is mainly used in the
assessment of biofilm removal or prevention. However, it widely known that bacteria alter gene
expression profiles as environmental pressures evolve. A greater understanding of key genes in response
to the presence of antimicrobial products will allow wound companies to understand further about the
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differentiate products that resulted in up or down regulation of these genes.

* This model provides a novel yet simple method for investigating product mode of action for biofilm preventing or biofilm disrupting

Figure 1. Methodology for the set-up, sampling and analysis of gene regulation during an up to 72 hour products.
Pseudomonas aeruginosa growth in a CDC Biofilm Reactor® .
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